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I. Amendments to the Specification 

Please replace the paragraph beginning at page 73, line 20 of the specification with the 
following: 

Figur e s 25a - 26b Figure 25 shows a matrix of ELISA signals for clones derived from 
random combinatorial library. Designation of the clones is as in figure 24. The number of 
clones found with each combination is shown by the numerals. 

Please replace the paragraph beginning at page 73, line 25 of the specification with the 
following: 

Figur e 26A shows Figures 26a-26b show the phagemid pHENl a derivative of pUCl 19 
described in example 24; and the cloning sites in the phagemid pHEN pHENl . 

Please replace the paragraph below the heading Abstract with the following: 
A member of a specific binding pair (sbp) is identified by expressing DNA encoding a 
genetically diverse population of such sbp members in recombinant host cells in which the sbp 
members are displayed in functional form at the surface of a filamentous bacteriophage 
particle se cr e t e d r e combinant g e n e tic display package (rgdp) containing DNA encoding the sbp 
member , wherein the sbp member has a binding domain that consists of a dAb fragment, er- 
a polyp e ptid e compon e nt th e r e of, by virtu e of the sbp member or a polyp e ptid e compon e nt 
th e r e of b e ing e xpr e ss e d as a fusion with a capsid component of the rgdp. The displayed sbps 
may be selected by affinity with a complementary sbp member, and the DNA recovered from 
selected filamentous bacteriophage particles rgdps for expression of the selected sbp members. 
Antibody sbp m e mb e rs may b e thus obtained, with th e diff e r e nt chains th e reof expr e ss e d, on e 
fus e d to the capsid compon e nt and th e other in fr ee form for association with th e fusion partn e r 
polyp e ptide. A phagemid may b e us e d as an expression v e ctor, with said capsid fusion h e lping 
to package th e phag e mid DNA. Using this method librari e s of DNA e ncoding respective chains 
of such multim e ric sbp m e mb e rs may b e combined, thereby obtaining a much greater g e n e tic 
div e rsity in the sbp memb e rs than could e asily b e obtain e d by conventional methods. 
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